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Asp 


291 








420 










425 










430 
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294 


Gly Pro 


Glu Asp 


Tyr 


His 


His 


Arg 


He 


Asp 


Asp Pro Ser Leu 


Gly He 


295 






435 










440 






445 






298 


Asp 


Ala 


Asn 


Thr 


Val 


Leu 


Phe 


Met 


Arg 


Gly 


Ala Gly Pro He 


Gly Tyr 


299 




450 










455 








460 






302 


Pro Gly 


Ala 


Ala 


Glu 


Val 


Val 


Asn 


Met 


Arg 


Ala Pro Asp Tyr 


Leu 


Leu 


303 


465 










470 










475 




480 


306 


Lys 


Gin 


Gly Val 


Ser 


Ser 


Leu 


Pro 


Cys 


He 


Gly Asp Gly Arg 


Gin 


Ser 


307 










485 










490 




495 




310 


Gly Thr 


Ser Gly 


Ser 


Pro 


Ser 


He 


Leu 


Asn 


Ala Ser Pro Glu 


Ala 


Ala 


311 








500 










505 




510 






314 


Ala Gly 


Gly Gly 


Leu 


Ser 


He 


Leu 


Gin 


Thr 


Gly Asp Arg Val 


Arg 


He 


315 






515 










520 






525 






318 


Asp 


Val 


Gly Arg 


Gly Lys Ala 


Asp 


He 


Leu 


He Ser Gly Glu 


Glu 


Leu 


319 




530 










535 








540 






322 


Ala Lys 


Arg Tyr 


Glu 


Ala 


Leu 


Ala 


Ala 


Gin 


Gly Gly Tyr Lys 


Phe 


Pro 


323 


545 










550 










555 




560 


326 


Asp 


His 


Gin 


Thr 


Pro 


Trp 


Gin 


Glu 


He 


Gin 


Arg Gly He Val 


Ser 


Gin 


327 










565 










570 




575 




330 


Met 


Glu 


Thr Gly 


Ala 


Val 


Leu 


Glu 


Pro 


Ala' 


Val Lys Tyr Gin 


Arg 


lie 


331 








580 










585 




590 






334 


Ala 


Gin 


Thr 


Lys 


Gly Leu 


Pro 


Arg 


Asp 


Asn 


His 






335 






595 








600 












338 


<210> SEQ ID NO: 


: 3 


















339 


<211> LENGTH: 1272 


















340 


<212> TYPE: 


DNA 




















341 


<213> ORGANISM: 


Agrobacterium tumefaciens 






343 


<22 0> FEATURE: 




















344 


<221> NAME /KEY : 


CDS 


















345 


<222> LOCATION: 


(1) , 


. . (1269) 














346 


<223> OTHER 


INFORMATION: 
















W--> 349 


<400> 3 
























350 


atg 


cag 


tct 


tct 


tea 


get 


ctt 


egg 


caa 


tea 


acc ggc gat cag 


teg gaa 


351 


Met 


Gin 


Ser 


Ser 


Ser 


Ala 


Leu 


Arg Gin Ser Thr Gly Asp Gin 


Ser 


Glu 


352 


1 








5 










10 




15 




354 


tac 


cat 


gec 


cag 


teg 


aat 


atg 


ate 


ggc 


tct 


age ccg gcg gac 


ggt 


ttg 


355 


Tyr 


His 


Ala 


Gin 


Ser 


Asn 


Met 


He Gly Ser Ser Pro Ala Asp 


Gly Leu 


356 








20 










25 




30 






358 


etc 


gca 


ttg 


ccg 


ctt 


ctg 


acc 


gtc 


gat 


ctt 


gec gtc tat cgc 


ggt 


aat 


359 


Leu 


Ala 


Leu 


Pro 


Leu 


Leu 


Thr 


Val Asp Leu Ala Val Tyr Arg 


Gly Asn 


360 






35 










40 






45 






362 


egg 


gat 


cgc 


ttt 


ctt 


gcg 


ctt 


gtc 


teg 


gee 


cat gga gcg aag 


gcg 


get 


363 


Arg 


Asp 


Arg 


Phe 


Leu 


Ala 


Leu 


val 


Ser 


Ala 


His Gly Ala Lys 


Ala 


Ala 


364 




50 










55 








60 






366 


cca 


cat 


gec 


aag 


acg 


ccg 


atg 


tgc 


ccg 


gag 


ate gcg ate gat 


ctg 


att 


367 


Pro 


His 


Ala 


Lys 


Thr 


Pro 


Met 


Cys 


Pro 


Glu 


He Ala He Asp 


Leu 


He 


368 


65 










70 










75 




80 


370 


gaa 


gee 


ggt 


gec 


tgg 


ggc 


gcg 


acg gtc 


gec 


gat etc ttc cag 


gcg 


gaa 


371 


Glu 


Ala 


Gly 


Ala 


Trp 


Gly Ala 


Thr Val Ala Asp Leu Phe Gin 


Ala 


Glu 


372 










85 










90 




95 





48 



96 



144 



192 



240 



288 
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